• ■ • • ■ 10 /awn 

B31 Rec'dPr™- 17 dec; 

SEQUENCE LISTING 

<110> KYOWA HAKKO KOGYO CO., LTD 

<120> Diagnostic and therapeutic agents for the diseases related monocytes and 
macrophages 

<130> 11214W01 

<140> 
<141> 

<150> Hll-171709 
<151> 1999-06-17 

<160> 92 

<170> Patentln Ver. 2.0 

<210> 1 

<211> 415 

<212> DNA 

<213> Mus musculus 

<220> 
<223> 

<220> 

<221> CDS 

<222> (1) . . (414) 

<400> 1 



atg 


gaa 


tgg 


aac 


tgg 


gtc 


gtt 


etc 


ttc 


etc 


ctg 


tea 


tta 


act 


gca 


ggt 


48 


Met 


Glu 


Trp 


Asn 


Trp 


Val 


Val 


Leu 


Phe 


Leu 


Leu 


Ser 


Leu 


Thr 


Ala 


Gly 




-19 




-15 






10 






-5 
















gtc 


tat 


gcc 


cag 


ggt 


cag 


atg 


cag 


cag 


tct 


gga 


get 


gag 


ctg 


gtg 


aag 


96 


Val 


Tyr 


Ala 


Gin 


Gly 


Gin 


Met 


Gin 


Gin 


Ser 


Gly Ala 


Glu 


Leu 


Val 


Lys 






-1 


1 




5 






10 




















cct 


ggg 


get 


tea 


gtg 


aag 


ctg 


tec 


tgc 


aag 


cct 


tct 


ggc 


ttc 


ace 


ttc 


144 


Pro 


Gly 


Ala 


Ser 


Val 


Lys 


Leu 


Ser 


Cys 


Lys 


Pro 


Ser 


Gly 


Phe 


Thr 


Phe 




15 




20 




25 




















agt 


agt 


aac 


tat 


ata 


agt 


tgg 


ttg 


aag 


cag 


aag 


cct 


gga 


cag 


agt 


ctt 


192 


Ser 


Ser 


Asn 


Tyr 


He 


Ser 


Trp 


Leu 


Lys 


Gin 


Lys 


Pro 


Gly 


Gin 


Ser 


Leu 




30 






35 






40 






45 
















gag 


tgg 


att 


get 


tgg 


att 


tat 


get 


gga 


act 


ggt 


gat 


gcc 


age 


tat 


aat 


240 


Glu 


Trp 


He 


Ala 


Trp 


He 


Tyr 


Ala 


Gly 


Thr 


Gly Asp Ala 


Ser 


Tyr 


Asn 








50 






55 






60 


















cag 


aag 


ttc 


aca 


gcc 


aag 


gcc 


cac 


gtg 


act 


gta 


gac 


aca 


tec 


tec 


age 


288 


Gin 


Lys 


Phe 


Thr 


Ala 


Lys 


Ala 


His 


Val 


Thr 


Val 


Asp 


Thr 


Ser 


Ser 


Ser 






65 




70 




75 


















aca 


gcc 


tac 


atg 


cag 


ttg 


agt 


age 


ctg 


aca 


act 


gag 


gac 


tct 


gcc 


ate 


336 


Thr 


Ala 
80 


Tyr 


Met 


Gin 
85 


Leu 


Ser 


Ser 
90 


Leu 


Thr 


Thr 


Glu 


Asp 


Ser 


Ala 


He 




tat 


tac 


tgt 


gca 


cga 


cac 


ggg 


ggg 


gac 


ggc 


tac 


tgg 


ttt 


get 


tac 


tgg 


384 


Tyr 


Tyr 


Cys 


Ala 


Arg 


His 


Gly 


Gly Asp 


Gly 


Tyr 


Trp 


Phe 


Ala 


Tyr 


Trp 




95 




100 




105 




















ggc 


caa 


ggg 


act 


ctg 


gtc 


act 


gtc 


tct 


gca 


g 






415 







Gly Gin Gly Thr Leu Val Thr Val Ser Ala 
110 115 119 



<210> 2 
<211> 385 
<212> DNA 

<213> Mus musculus 

<220> 
<223> 

<220> 

<221> CDS 

<222> (1) . . (384) 



<400> 2 



atg 


gat 


ttt 


caa 


gtg 


cag 


att 


ttc 


age 


ttc 


Met 


Asp 


Phe 


Gin 


Val 


Gin 


He 


Phe 


Ser 


Phe 


-22 


-20 




-15 




-10 




gtc 


ata 


ata 


tec 


aga 


gga 


caa 


ctt 


gtt 


etc 


Val 


He 


He 


Ser 


Arg Gly 


Gin 


Leu 


Val 


Leu 




-5 




-1 


1 




5 






10 


atg 


tct 


gca 


tct 


caa 


ggg 


gag 


aag 


gtc 


ace 


Met 


Ser 


Ala 


Ser 


Gin 


Gly 


Glu 


Lys 


Val 


Thr 






15 






20 






25 




tea 


agt 


gtc 


agt 


tac 


atg 


cac 


tgg 


tac 


cag 


Ser 


Ser 


Val 


Ser 


Tyr 


Met 


His 


Trp 


Tyr 


Gin 




30 




35 




40 




ccc 


aaa 


aga 


tgg 


att 


tat 


gac 


aca 


tec 


aaa 


Pro 


Lys 


Arg 


Trp 


He 


Tyr 


Asp 


Thr 


Ser 


Lys 




45 






50 






55 






get 


cgc 


ttc 


agt 


ggc 


agt 


ggg 


tct 


ggg 


ace 


Ala 


Arg 


Phe 


Ser 


Gly 


Ser 


Gly 


Ser 


Gly 


Thr 


60 




65 




70 






age 


age 


atg 


gag 


get 


gaa 


gat 


get 


gee 


act 


Ser 


Ser 


Met 


Glu 


Ala 


Glu 


Asp 


Ala 


Ala 


Thr 


75 






80 






85 






90 


agt 


agt 


aac 


cca 


ccc 


acg 


ttc 


ggt 


get 


ggg 


Ser 


Ser 


Asn 


Pro 


Pro 


Thr 


Phe 


Gly 


Ala 


Gly 






95 






100 






105 


106 



c 385 



<210> 3 

<211> 409 

<212> DNA 

<213> Mus musculus 

<220> 
<223> 

<220> 

<221> CDS 

<222> (1) . . (408) 



ctg eta ate agt gee tea 48 
Leu Leu He Ser Ala Ser 

acc cag tct cca gca ate 96 
Thr Gin Ser Pro Ala He 

atg acc tgc agt gee age 144 
Met Thr Cys Ser Ala Ser 

cag aag tea ggc acc tec 192 
Gin Lys Ser Gly Thr Ser 

ctg cct tct ggt gtc cct 240 
Leu Pro Ser Gly Val Pro 

tct tac tct etc aca ate 288 
Ser Tyr Ser Leu Thr He 

tat tat tgc cag cag tgg 336 
Tyr Tyr Cys Gin Gin Trp 

acc aag ctg gaa ctg aaa 3 84 
Thr Lys Leu Glu Leu Lys 



<400> 3 

atg gga ttc age agg ate ttt etc ttc etc ctg tea gtg act aca ggt 48 
Met Gly Phe Ser Arg He Phe Leu Phe Leu Leu Ser Val Thr Thr Gly 



-19 




-15 




-10 




















gtc 


cac 


tec 


cag 


get 


ILL 


eta 


cag 


parr 




ggg 


get gag 




y u y 




96 


Val 


His 


Ser 


Gin 


Ala 




Leu 


Gin 




Cor* 


Gly Ala Glu 




v a x 


Arg 






-1 






5 






10 


















cct 


ggg 


gec 


tea 


gtg 




atg 


tec 




a an 
day 


get 


tct ggc 








144 


Pro 


Gly 




Ser 


Val 


Lys 


Met 


Ser 


Cys 


Lys 


Ala 


Ser Gly 




Thr 


Phe 




15 




20 




25 


















alt 


aat 


tac 


aa L. 


atg 


C* A C* 




gta 


aag 


cag 


aca 


cct aga 


can 


cine 

yy*- 


c tg 


192 


He 


Asn 


Tyr 


Asn 


Met 


His 


Trp 


Val 


Lys 


Gin 


Thr 


Pro Arg 


Gin 


VJXjf 


Leu 




30 






35 






40 






45 














gaa 


tgg 


att 


gga 


get 


att 


ttt 


cca 


gga 


aat 


ggt 


ttt act 




t~ f 


r\ t~ 

da L» 


240 


Glu 


Trp 


He 


Gly 


Ala 


He 


Phe 


Pro 


Gly Asn 


Gly Phe Thr 


Cor 


lyr 


A on 
noil 








50 






55 






60 
















cag 


aag 


ttc 


aag 


ggc 


aag 


gec 


aca 


ctg 


act 


gta 


gac aaa 






=3 pf P» 

ay ^ 


c o o 


Gin 


Lys 


Phe 


Lys 


Gly 


Lys 


Ala 


Thr 


Leu 


Thr 


Val 


Asp Lys 


Ser 


Ser 


Ser 






65 




70 




75 
















aca 


gtc 


tac 


atg 


cag 


etc 


cgc 


age 


ctg 


aca 


tct 


gaa gac 


tct 


gcg 


gtc 


336 


Thr 


Val 


Tyr 


Met 


Gin 


Leu 


Arg 


Ser 


Leu 


Thr 


Ser 


Glu Asp 


Ser 


Ala 


Val 




85 






90 


























tat 


ttc 


tgt 


gca 


aga 


gat 


ggt 


gac 


tat 


tac 


ttt 


gac tac 


tgg 


ggc 


caa 


384 


Tyr 


Phe 


Cys 


Ala 


Arg 


Asp 


Gly 


Asp 


Tyr 


Tyr 


Phe 


Asp Tyr 


Trp 


Gly 


Gin 





95 100 105 



ggc ace act etc aca gtc tec tea g 409 
Gly Thr Thr Leu Thr Val Ser Ser 
110 115 117 



<210> 4 

<211> 379 

<212> DNA 

<213> Mus musculus 



<220> 
<223> 



<220> 

<221> CDS 

<222> (1) . . (378) 



<400> 4 

atg gat ttt cag gtg cag att ttc age ttc ctg eta ate agt gec tea 48 
Met Asp Phe Gin Val Gin He Phe Ser Phe Leu Leu He Ser Ala Ser 
-22 -20 -15 -10 

gtc ata atg tec aga gga caa att gtt etc ace cag teg cca gca ate 96 
Val He Met Ser Arg Gly Gin He Val Leu Thr Gin Ser Pro Ala He 

-5 -11 5 10 

atg tct gca tct eta ggg gag gag ate ace eta acc tgc agt gee age 144 
Met Ser Ala Ser Leu Gly Glu Glu He Thr Leu Thr Cys Ser Ala Ser 

15 20 25 

teg agt gta agt tac atg cac tgg tac cag cag aag tea ggc act tct 192 
Ser Ser Val Ser Tyr Met His Trp Tyr Gin Gin Lys Ser Gly Thr Ser 

30 35 40 

ccc aaa etc ttg att tat aga aca tec aac ctg get tct gga gtc cct 240 
Pro Lys Leu Leu He Tyr Arg Thr Ser Asn Leu Ala Ser Gly Val Pro 

45 50 55 

ttt cgc ttc agt ggc agt ggg tct ggg acc ttt tat tct etc aca ate 288 
Phe Arg Phe Ser Gly Ser Gly Ser Gly Thr Phe Tyr Ser Leu Thr lie 

60 ~ 65 70 



age agt gtg gag get gaa gat get gec gat tat tac tgc cat cag tgg 3 
Ser Ser Val Glu Ala Glu Asp Ala Ala Asp Tyr Tyr Cys His Gin Trp 

75 80 85 90 

agt atg tac acg ttc gga ggg ggg ace aag ctg gaa ata aaa c 379 
Ser Met Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu lie Lys 
95 100 104 

<210> 5 
<211> 5 
<212> PRT 

<213> Mus musculus 

<220> 
<223> 

<400> 5 

Ser Asn Tyr lie Ser 
1 5 

<210> 6 
<211> 17 
<212> PRT 

<213> Mus musculus 

<220> 
<223> 

<400> 6 

Trp lie Tyr Ala Gly Thr Gly Asp Ala Ser Tyr Asn Gin Lys Phe Thr 

15 10 15 

Ala 

17 

<210> 7 
<211> 10 
<212> PRT 

<213> Mus musculus 

<220> 
<223> 

<400> 7 

His Gly Gly Asp Gly Tyr Trp Phe Ala Tyr 
15 10 

<210> 8 
<211> 10 
<212> PRT 

<213> Mus musculus 

<220> 
<223> 



<400> 8 

Ser Ala Ser Ser Ser Val Ser Tyr Met His 
15 10 



<210> 9 
<211> 7 
<212> PRT 

<213> Mus musculus 

<220> 
<223> 

<400> 9 

Asp Thr Ser Lys Leu Pro Ser 
15 7 

<210> 10 

<211> 9 

<212> PRT 

<213> Mus musculus 

<220> 
<223> 

<400> 10 

Gin Gin Trp Ser Ser Asn Pro Pro Thr 
15 9 

<210> 11 
<211> 5 
<212> PRT 

<213> Mus musculus 

<220> 
<223> 

<400> 11 

Asn Tyr Asn Met His 
1 5 

<210> 12 
<211> 17 
<212> PRT 

<213> Mus musculus 

<220> 
<223> 

<400> 12 

Ala lie Phe Pro Gly Asn Gly Phe Thr Ser Tyr Asn Gin Lys Phe Lys 

15 10 15 

Gly 

17 

<210> 13 

<211> 8 

<212> PRT 

<213> Mus musculus 



<220> 
<223> 



<400> 13 

Asp Gly Asp Tyr Tyr Phe Asp Tyr 
15 8 

<210> 14 
<211> 10 
<212> PRT 

<213> Mus musculus 

<220> 
<223> 

<400> 14 

Ser Ala Ser Ser Ser Val Ser Tyr Met His 
15 10 

<210> 15 
<211> 7 
<212> PRT 

<213> Mus musculus 

<220> 
<223> 

<400> 15 

Arg Thr Ser Asn Leu Ala Ser 
15 7 

<210> 16 
<211> 7 
<212> PRT 

<213> Mus musculus 

<220> 
<223> 

<400> 16 

His Gin Trp Ser Met Tyr Thr 
15 7 

<210> 17 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 17 

gccaagggac tctggtcact gtctctgcag cctccaccaa gggcc 

<210> 18 
<211> 41 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 18 

cttggtggag gctgcagaga cagtgaccag agtcccttgg c 41 



<210> 19 
<211> 69 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 19 

cttattattg ccagcagtgg agtagtaacc cacccacgtt cggtgctggg accaagctgg 60 
aactgaaac 69 

<210> 20 
<211> 74 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 20 

gtacgtttca gttccagctt ggtcccagca ccgaacgtgg gtgggttact actccactgc 60 
tggcaataat aagt 74 



<210> 21 

<211> 19 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic DNA 



<400> 21 

tcagcctcca ccaagggcc 19 

<210> 22 
<211> 11 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic DNA 



<400> 22 

cttggtggag g 11 
<210> 22 
<211> 33 
<212> DNA 

<213> Artificial Sequence 



<220> 



<223> Description of Artificial Sequence: Synthetic DNA 



<400> 23 

cgttcggagg ggggaccaag ctggaaataa aac 33 

<210> 24 
<211> 35 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 24 

gtacgtttta tttccagctt ggtcccccct ccgaa 35 



<210> 25 

<211> 94 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 25 

caggaaacag ctatgacgcg gccgccacca tggaatggaa ctgggtcgtt ctcttcctcc 60 
tgtcattaac tgcaggtgtc tatgcccagg tgca 94 



<210> 26 

<211> 95 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 26 

gtgtatccag aagccttgca ggagaccttc actgaggcgc caggcttctt cacctcagcc 60 
ccagactgca ccagctgcac ctgggcatag acacc 95 



<210> 27 

<211> 94 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 27 

tgcaaggctt ctggatacac cttcagcagt aactatataa gttgggtgcg acaggcccct 60 
ggacaagggc ttgagtggat gggatggatt tatg 94 



<210> 28 

<211> 101 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 28 

aggctgtgct cgtggatgtg tcgacggtaa tggtgactct ggctgtgaac ttctgattat 60 
agctggcatc accagttcca gcataaatcc atcccatcca c 101 

<210> 29 
<211> 100 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 29 

cacatccacg agcacagcct acatggagct gagcagcctg agatctgagg acacggccgt 60 
gtattactgt gcgagacacg ggggggacgg ctactggttt 100 

<210> 30 
<211> 93 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 30 

gttttcccag tcacgacggg cccttggtgg aggctgagga gacggtgacc agggttccct 60 
ggccccagta agcaaaccag tagccgtccc ccc 93 

<210> 31 
<211> 421 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic DNA 

<220> 

<221> CDS 

<222> (1) . . (420) 

<400> 31 



atg 


gaa 


tgg 


aac 


tgg 


gtc 


gtt 


etc 


ttc 


etc 


ctg 


tea 


tta 


act 


gca 


ggt 


48 


Met 


Glu 


Trp 


Asn 


Trp 


Val 


Val 


Leu 


Phe 


Leu 


Leu 


Ser 


Leu 


Thr 


Ala 


Gly 




-19 




-15 






10 






-5 
















gtc 


tat 


gec 


cag 


gtg 


cag 


ctg 


gtg 


cag 


tct 


ggg 


get 


gag 


gtg 


aag 


aag 


96 


Val 


Tyr 
-1 


Ala 
1 


Gin 


Val 
5 


Gin 


Leu 


Val 
10 


Gin 


Ser 


Gly 


Ala 


Glu 


Val 


Lys 


Lys 




cct 


ggc 


gec 


tea 


gtg 


aag 


gtc 


tec 


tgc 


aag 


get 


tct 


gga 


tac 


acc 


ttc 


144 


Pro 


Gly Ala 


Ser 


Val 


Lys 


Val 


Ser 


Cys 


Lys 


Ala 


Ser 


Gly 


Tyr 


Thr 


Phe 




15 




20 




25 




















age 


agt 


aac 


tat 


ata 


agt 


tgg 


gtg 


cga 


cag 


gec 


cct 


gga 


caa 


ggg 


ctt 


192 


Ser 


Ser 


Asn 


Tyr 


He 


Ser 


Trp 


Val 


Arg 


Gin 


Ala 


Pro 


Gly 


Gin Gly 


Leu 




30 






35 






40 






45 
















gag 


tgg 


atg 


gga 


tgg 


att 


tat 


get 


gga 


act 


ggt 


gat 


gee 


age 


tat 


aat 


240 



l*±u irp wee 


Gly Trp 


lie 


Tyr Ala 


Gly 


I XIX 


\jxy i\is}J M.Xd 


Ser Tyr 












55 




60 














Cdy day ILL 


aca 


gec 


aga 


gtc acc 


att 




y y c*. aL.a 




aty 


rlCtC* 


288 


o±n Lyb Jrllc 


Thr 


Ala 


Arg 


Val Thr 


He 


1 111. 


V G -L Ao]J 1111. 


O "X 


Thr- 
1 11X 


Cpr 
OC1 




Q D 




70 


75 














dud yv_C Lat. 


atg 


gag 


ctg 


age age 


ctg 


dya 


itu y ay yat 


acg 


gee 


y *-y 


J J u 


inr Aid lyr 


Met 


Glu 


Leu 


Ser Ser 


Leu 


Arg 


Coy Pin A en 
OCI ulU /\Sp 


Thr 


Ala 


Vd X 




80 




85 




90 
















tat tac tgt 


gcg 


aga 


cac 


ggg ggg 


gac 


ggc 


tac tgg ttt 


get 


tac 


tgg 


384 


Tyr Tyr Cys 


Ala 


Arg 


His 


Gly Gly 


Asp 


Gly 


Tyr Trp Phe 


Ala 


Tyr 


Trp 




95 


100 




105 
















ggc cag gga 


acc 


ctg 


gtc 


acc gtc 


tec 


tea 


g 


415 






Gly Gin Gly 


Thr 


Leu 


Val 


Thr Val 


Ser 


Ser 












110 


115 























<210> 32 
<211> 96 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 32 

caggaaacag etatgacgeg gccgccacca tgggattcag caggatcttt ctcttcctcc 60 
tgtcagtgac tacaggtgtc cactcccagg tgeage 96 

<210> 33 
<211> 94 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 33 

ggtgtatcca gaagccttgc aggagacctt cactgaggcc ccaggcttct tcacctcagc 60 
tccggactgc accagctgca cctgggagtg gaca 94 

<210> 34 
<211> 90 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 34 

gcaaggcttc tggatacacc ttcattaatt acaatatgea ctgggtgcga caggcccctg 60 
gacaagggct tgagtggatg ggagctattt 90 

<210> 35 

<211> 90 

<212> DNA 

<213> Artificial Sequence 



<220> 



<223> Description of Artificial Sequence: Synthetic DNA 



<400> 35 

tgtgctcgtg gacttgtcga cggtaatggt gactctgccc ttgaacttct gattgtagga 60 
agtaaaacca tttcctggaa aaatagctcc 90 

<210> 36 
<211> 95 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 36 

tcgacaagtc cacgagcaca gcctacatgg agctgagcag cctgagatct gaggacacgg 60 
ccgtgtatta ctgtgcgaga gatggtgact attac 95 

<210> 37 
<211> 96 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 37 

gttttcccag tcacgacggg cccttggtgg aggctgagga gacggtgacc agggttccct 60 
ggccccagta gtcaaagtaa tagtcaccat ctctcg 96 

<210> 38 
<211> 409 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic DNA 

<220> 

<221> CDS 

<222> (1) . . (408) 

<400> 38 



atg 


gga 


ttc 


age 


agg 


ate 


ttt 


etc 


ttc 


etc 


ctg 


tea 


gtg 


act 


aca 


ggt 


48 


Met 


Gly 


Phe 


Ser 


Arg 


He 


Phe 


Leu 


Phe 


Leu 


Leu 


Ser 


Val 


Thr 


Thr 


Gly 




-19 








-15 










-10 










-5 






gtc 


cac 


tec 


cag 


gtg 


cag 


ctg 


gtg 


cag 


tec 


gga 


get 


gag 


gtg 


aag 


aag 


96 


Val 


His 


Ser 
-1 


Gin 
1 


Val 


Gin 


Leu 


Val 
5 


Gin 


Ser 


Gly 


Ala 


Glu 
10 


Val 


Lys 


Lys 




cct 


ggg 


gec 


tea 


gtg 


aag 


gtc 


tec 


tgc 


aag 


get 


tct 


gga 


tac 


ace 


ttc 


144 


Pro 


Gly Ala 


Ser 


Val 


Lys 


Val 


Ser 


Cys 


Lys 


Ala 


Ser 


Gly 


Tyr 


Thr 


Phe 






15 










20 










25 












att 


aat 


tac 


aat 


atg 


cac 


tgg 


gtg 


cga 


cag 


gee 


cct 


gga 


caa 


ggg 


ctt 


192 


He 


Asn 


Tyr 


Asn 


Met 


His 


Trp 


Val 


Arg 


Gin 


Ala 


Pro 


Gly 


Gin 


Gly Leu 




30 










35 










40 










45 




gag 


tgg 


atg 


gga 


get 


att 


ttt 


cca 


gga 


aat 


ggt 


ttt 


act 


tec 


tac 


aat 


240 


Glu 


Trp 


Met 


Gly 


Ala 


He 


Phe 


Pro 


Gly 


Asn 


Gly 


Phe 


Thr 


Ser 


Tyr Asn 





50 55 60 

cag aag ttc aag ggc aga gtc acc att acc gtc gac aag tec acg age 288 
Gin Lys Phe Lys Gly Arg Val Thr He Thr Val Asp Lys Ser Thr Ser 

65 70 75 

aca gee tac atg gag ctg age age ctg aga tct gag gac acg gec gtg 336 
Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val 

80 85 90 

tat tac tgt gcg aga gat ggt gac tat tac ttt gac tac tgg ggc cag 384 
Tyr Tyr Cys Ala Arg Asp Gly Asp Tyr Tyr Phe Asp Tyr Trp Gly Gin 

95 100 105 

gga acc ctg gtc acc gtc tec tea g 409 
Gly Thr Leu Val Thr Val Ser Ser 
110 115 117 

<210> 39 
<211> 87 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 39 

caggaaacag ctatgacgaa ttccaccatg gattttcaag tgcagatttt cagcttcctg 60ctaatcagtg 
cctcagtcat aatatcc 87 

<210> 40 
<211> 93 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 

<400> 40aagtgatggt gactctgtct cctacagatg cagacaggga ggatggagac tgggtcatct 60 
ggatatctcc tctggatatt atgactgagg cac 93 

<210> 41 
<211> 85 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 41 

agacagagtc accatcactt gtagtgctag ctcaagtgtc agttacatgc actggtatca 60 
gcagaaacca gggaaagece ctaag 85 

<210> 42 
<211> 84 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic DNA 



<400> 42 

atccactgcc gctgaacctt gatgggaccc cagaaggcag tttggatgtg tcatagatca 60 
gaagcttagg ggctttccct ggtt 84 

<210> 43 
<211> 94 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 43 

aaggttcagc ggcagtggat ctgggacaga tttcactctc accatcagca gcctgcagcc 60 
tgaagatttt gcaacttatt actgtcagca gtgg 94 

<210> 44 
<211> 91 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 44 

gttttcccag tcacgaccgt acgtttgatc tctaccttgg tcccttggcc gaacgtgggt 60 
gggttactac tccactgctg acagtaataa g 91 

<210> 45 
<211> 385 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic DNA 

<220> 

<221> CDS 

<222> (1) . . (384) 



<400> 45 


























atg 


gat ttt 


caa 


gtg cag 


att 


ttc age 


ttc 


ctg 


eta 


ate 


agt 


gee 


tea 


48 


Met 


Asp Phe 


Gin 


Val Gin 


He 


Phe Ser 


Phe 


Leu 


Leu 


He 


Ser 


Ala 


Ser 




-22 


-20 




-15 




-10 


















gtc 


ata ata 


tec 


aga gga 


gat 


ate cag 


atg 


ace 


cag 


tct 


cca 


tec 


tec 


96 


Val 


He He 


Ser 


Arg Gly 


Asp 


He Gin 


Met 


Thr 


Gin 


Ser 


Pro 


Ser 


Ser 






-5 


-1 


1 


5 




10 
















ctg 


tct gca 


tct 


gta gga 


gac 


aga gtc 


ace 


ate 


act 


tgt 


agt 


get 


age 


144 


Leu 


Ser Ala 


Ser 


Val Gly 


Asp 


Arg Val 


Thr 


He 


Thr 


Cys 


Ser 


Ala 


Ser 






15 




20 




25 


















tea 


agt gtc 


agt 


tac atg 


cac 


tgg tat 


cag 


cag 


aaa 


cca 


ggg 


aaa 


gee 


192 


Ser 


Ser Val 


Ser 


Tyr Met 


His 


Trp Tyr 


Gin 


Gin 


Lys 


Pro 


Gly Lys 


Ala 






30 




35 




40 


















cct 


aag ctt 


ctg 


ate tat 


gac 


aca tec 


aaa 


ctg 


cct 


tct 


ggg 


gtc 


cca 


240 


Pro 


Lys Leu 


Leu 


He Tyr 


Asp 


Thr Ser 


Lys 


Leu 


Pro 


Ser 


Gly Val 


Pro 






45 




50 




55 


















tea 


agg ttc 


age 


ggc agt 


gga 


tct ggg 


aca 


gat 


ttc 


act 


etc 


ace 


ate 


288 



Ser Arg Phe Ser Gly Ser Gly Ser 

60 65 70 

age age ctg cag cct gaa gat ttt 
Ser Ser Leu Gin Pro Glu Asp Phe 

75 80 85 

agt agt aac cca ccc acg ttc ggc 
Ser Ser Asn Pro Pro Thr Phe Gly 
95 100 

c 



Gly Thr Asp Phe Thr Leu Thr lie 

gca act tat tac tgt cag cag tgg 33 6 
Ala Thr Tyr Tyr Cys Gin Gin Trp 
90 

caa ggg acc aag gta gag ate aaa 384 
Gin Gly Thr Lys Val Glu He Lys 
105 106 
385 



<210> 46 

<211> 84 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 46 

caggaaacag ctatgacgaa ttccaccatg gattttcagg tgcagatttt cagcttcctg 60 
ctaatcagtg cctcagtcat aatg 84 



<210> 47 

<211> 96 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic DNA 



<400> 47 

agttgatggt ggccctctcg cccagagaca cagecaggga gtctggagac tgggtcatca 60 
cgatgtctcc tctggacatt atgactgagg cactga 96 



<210> 48 

<211> 85 

<212> DNA 

<213> Artificial 



Sequence 



<22 0> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 48 

egagagggee accatcaact gcagtgccag ctcgagtgta agttacatgc actggtacca 60 
gcagaaacca ggacagcctc ctaag 85 



<210> 49 

<211> 87 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic DNA 



\ 



<400> 49 

cagacccgct gecactgaat eggtcaggga ccccagaagc caggttggat gttctgtaaa 60 
tgagcagctt aggaggctgt cctggtt 87 



<210> 50 
<211> 86 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 50 

attcagtggc agcgggtctg ggacagattt cactctcacc atcagcagcc tgcaggctga 60 
agacgtcgca gtttattact gtcatc 86 

<210> 51 
<211> 90 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 51 

gttttcccag tcacgaccgt acgtttgatc tccaccttgg tcccttggcc gaacgtgtac 60 
atactccact gatgacagta ataaactgcg 90 

<210> 52 

<211> 379<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : Synthetic DNA 

<220> 

<221> CDS 

<222> (1) . . (378) 

<400> 52 



atg 


gat 


ttt 


cag 


gtg 


cag 


att 


ttc 


age 


ttc 


ctg 


eta 


ate 


agt 


gee 


tea 


48 


Met 


Asp 


Phe 


Gin 


Val 


Gin 


He 


Phe 


Ser 


Phe 


Leu 


Leu 


He 


Ser 


Ala 


Ser 




-22 




-20 










-15 










-10 










gtc 


ata 


atg 


tec 


aga 


gga 


gac 


ate 


gtg 


atg 


acc 


cag 


tct 


cca 


gac 


tec 


96 


Val 


He 
-5 


Met 


Ser 


Arg 


Gly 
-1 


Asp 
1 


He 


val 


Met 


Thr 
5 


Gin 


Ser 


Pro 


Asp 


Ser 
10 




ctg 


get 


gtg 


tct 


ctg 


ggc 


gag 


agg 


gee 


acc 


ate 


aac 


tgc 


agt 


gec 


age 


144 


Leu 


Ala 


Val 


Ser 


Leu 
15 


Gly 


Glu 


Arg 


Ala 


Thr 
20 


He 


Asn 


Cys 


Ser 


Ala 
25 


Ser 




teg 


agt 


gta 


agt 


tac 


atg 


cac 


tgg 


tac 


cag 


cag 


aaa 


cca 


gga 


cag 


cct 


192 


Ser 


Ser 


Val 


Ser 


Tyr 


Met 


His 


Trp 


Tyr 


Gin 


Gin 


Lys 


Pro 


Gly Gin 


Pro 










30 










35 










40 








cct 


aag 


ctg 


etc 


att 


tac 


aga 


aca 


tec 


aac 


ctg 


get 


tct 


ggg 


gtc 


cct 


240 


Pro 


Lys 


Leu 


Leu 


He 


Tyr 


Arg 


Thr 


Ser 


Asn 


Leu 


Ala 


Ser 


Gly Val 


Pro 








45 










50 










55 










gac 


cga 


ttc 


agt 


ggc 


age 


ggg 


tct 


ggg 


aca 


gat 


ttc 


act 


etc 


acc 


ate 


288 


Asp 


Arg 
60 


Phe 


Ser 


Gly 


Ser 


Gly 
65 


Ser 


Gly 


Thr 


Asp 


Phe 
70 


Thr 


Leu 


Thr 


He 




age 


age 


ctg 


cag 


get 


gaa 


gac 


gtc 


gca 


gtt 


tat 


tac 


tgt 


cat 


cag 


tgg 


336 


Ser 


Ser 


Leu 


Gin 


Ala 


Glu 


Asp 


Val 


Ala 


Val 


Tyr 


Tyr 


Cys 


His 


Gin 


Trp 





75 80 85 90 

agt atg tac acg ttc ggc caa ggg acc aag gtg gag ate aaa c 37 9 

Ser Met Tyr Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys 
95 100 104 

<210> 53 
<211> 8 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 53 

ctctagag 8 

<210> 54 
<211> 60 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 54 

cagtgttctt ggctgtgcaa aaagtggagg catttttcat aatagaaggt gectaegtag 60 

<210> 55 
<211> 67 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 55 

gatcctacgt aggcaccttc tattatgaaa aatgcctcca ettttgeaca gecaagaaca 60 
ctgcatg 67 

<210> 56 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 56 

GTATAATGAG CGGCCGCG 18 

<210> 57 
<211> 22 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic DNA 



<400> 57 

gatccgcggc cgctcattat ac 



22 



<210> 58 

<211> 56 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 

<400> 58 

gaaggaaaca gaaggcgcca tctatatatt tattcgaggt accaatacaa tcatag 

<210> 59 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 59 

aaactgactt ggccggcgcc atttatgtct 30 

<210> 60 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 60 

cataaatcct ataggtacca acgacaacta 3 0 

<210> 61 
<211> 87 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 61 

caggaaacag ctatgacgaa ttccaccatg gattttcaag tgcagatttt cagcttcctg 
ctaatcagtg cctcagtcat aatatcc i 

<210> 62 
<211> 93 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 



<400> 62 

aagtgatggt gactctgtct cctacagatg cagacaggga ggatggagac tgggtcatct 60 
ggatatctcc tctggatatt atgactgagg cac 93 

<210> 63 
<211> 8 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 63 

agacagagtc accatcactt gtagtgccag ctcgagtgta agttacatgc actggtatca 60 
gcagaaacca gggaaagccc ctaag 85 

<210> 64 
<211> 84 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 64 

atccactgcc gctgaacctt gatgggaccc cagaagccag gttggatgtt ctatagatca 60 
gaagcttagg ggctttccct ggtt 84 

<210> 65 
<211> 94 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 65 

aaggttcagc ggcagtggat ctgggacaga tttcactctc accatcagca gcctgcagcc 60 
tgaagatttt gcaacttatt actgtcatca gtgg 94 

<210> 66 
<211> 85 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 66 

gttttcccag tcacgaccgt acgtttgatc tctaccttgg tcccttggcc gaacgtgtac 60 
atactccact gatgacagta ataag 85 

<210> 67 

<211> 379 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : Synthetic DNA 

<220> 

<221> CDS 

<222> (1) . . (378) 

<400> 67 
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•U „ 4_ 

ten 
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tgt 


agt 
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1 A.A 
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Leu 
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Aia 
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vai 
15 
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Asp 
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Val 


Thr 
20 
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PwO 

v_y jd 


oex 


Ala 
nla 

25 


C o V 

oex 




teg 


agt 


gta 


agt 


tac 


atg 


cac 


tgg 


tat 


cag 


cag 


aaa 


cca 


ggg 


aaa 


gee 


TOO 

192 


Ser 


Ser 


Val 


Ser 
30 


Tyr 


Met 


His 


Trp 


Tyr 
35 


Gin 


Gin 


Lys 


Pro 


Gly 
40 


Lys 


Ala 




cct 


aag 


ctt 


ctg 


ate 


tat 


aga 
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tec 


aac 


ctg 


get 


tct 


ggg 


gtc 


cca 


240 


Pro 


Lys 


Leu 
45 


Leu 


He 


Tyr 


Arg 


Thr 
50 


Ser 


Asn 


Leu 


Ala 


Ser 
55 


Gly 


Val 


Pro 




tea 


agg 


ttc 


age 


ggc 


agt 


gga 


tct 


ggg 


aca 


gat 


ttc 


act 


etc 


acc 


ate 


288 


Ser 


Arg 


Phe 


Ser 


Gly 


Ser 


Gly 


Ser 


Gly Thr 


Asp 


Phe 


Thr 


Leu 


Thr 


He 






60 










35 










70 












age 


age 


ctg 


cag 


cct 


gaa 


gat 


ttt 


gca 


act 


tat 


tac 


tgt 


cat 


cag 


tgg 


336 


Ser 


Ser 


Leu 


Gin 


Pro 


Glu 


Asp 


Phe 


Ala 


Thr 


Tyr 


Tyr 


Cys 


His 


Gin 


Trp 




75 










80 
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90 




agt 


atg 


tac 


acg 
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caa 
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aag 


gta 


gag 


ate 


aaa 


c 




379 


Ser 


Met 


Tyr 


Thr 


Phe 
95 


Gly 


Gin 


Gly 


Thr 


Lys 
100 


Val 


Glu 


He 


Lys 
104 









<210> 68 
<211> 80 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 68 

caggaaacag ctatgactcc ggagctgagg tgaagaagee tggggectea gtgaaggtct 60 
cctgcaaggc ttctggatac ' 80 

<210> 69 
<211> 80 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 



<400> 69 

ccactcaagc ccttgtccag gggcctgtcg cacccagtgc atattgtaat taatgaaggt 60 
gtatccagaa gecttgeagg 80 



I 



<210> 70 

<211> 81 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 70 

ctggacaagg gcttgagtgg atgggagcta tttttccagg aaatggtttt acttcctaca 60 
atcagaagtt caagggcaga g 81 



<210> 71 

<211> 79 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 71 

tctcaggctg cgcagctgca tgtaggctgt gctcgtggac ttgtcgacgg taatggtgac 60 
tctgcccttg aacttctga 79 



<210> 72 

<211> 83 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 72 

tgcagctgcg cagcctgaga tctgaggaca cggccgtgta tttctgtgcg agagatggtg 60 
actattactt tgactactgg ggc 83 



<210> 73 

<211> 81 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 73 

gttttcccag tcacgacggg cccttggtgg aggctgagga gacggtgacc agggttccct 60 
ggccccagta gtcaaagtaa t 81 



<210> 74 
<211> 409 
<212> DNA 
<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence : Synthetic DNA 



<220> 



<221> CDS 

<222> (1) . . (408) 

<400> 74 
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cag 
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96 
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Val 
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gtc 
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tct 


gga 


tac 
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Pro Gly Ala 


Ser 
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T .\/c* 
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Ala 


Ser 


Glv 


Tvr 


Thr 


Phe 
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att 


aat 


tac 


aat 


atg 


cac 


tgg 


gtg 


cga 


cag 


gcc 


net" 


gga 


caa 


ggg 


ctt 


192 


He 


Asn 


Tyr 


Asn 


Met 


nib 


irp 


Val 


y 


Gin 
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Pro 




Gin 


Glv 

ui y 


Leu 
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40 
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tgg 


atg 


gga 


get 


att 


ttt 
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gga 


aat 


ggt 


ttt 


act 


tec 


tac 


aat 


240 
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Trp 


Met 
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Tl q 

lie 






m v 

\j iy 
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O ~ -L 


i Y i 
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50 










55 
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cag 


aag 


ttc 


aag 
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gtc 


acc 


att 


acc 


gtc 


gac 


aag 


tcc 


acg 


age 


288 


Gin 


Lys 


Phe 


Lys 
65 


Gly 


Arg 


Val 


Thr 


He 
70 


Thr 


Val 


Asp 


Lys 


Ser 
75 


Thr 


Ser 




aca 


gcc 


tac 


atg 


cag 


ctg 


cgc 


age 


ctg 


aga 


tct 


gag 


gac 


acg 


gcc 


gtg 


336 


Thr 


Ala 


Tyr 
80 


Met 


Gin 


Leu 


Arg 


Ser 
85 


Leu 


Arg 


Ser 


Glu 


Asp 
90 


Thr 


Ala 


Val 




tat 


ttc 


tgt 


gcg 


aga 


gat 


ggt 


gac 


tat 


tac 


ttt 


gac 


tac 


tgg 


ggc 


cag 


384 


Tyr 


Phe 
95 


Cys 


Ala 


Arg 


Asp 


Gly 
100 


Asp 


Tyr 


Tyr 


Phe 


Asp 
105 


Tyr 


Trp 


Gly 


Gin 




gga 


acc 


ctg 


gtc 


acc 


gtc 


tec 


tea 


g 
















409 


Gly Thr 


Leu 


Val 


Thr 


Val 


Ser 


Ser 





















110 115 117 

<210> 75 
<211> 87 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 75 

caggaaacag ctatgacgaa ttccaccatg gattttcaag tgcagatttt cagcttcctg 60 
ctaatcagtg cctcagtcat aatatcc 87 

<210> 76 
<211> 93 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 76 

aagtgatggt gacctcctct cctacagatg cagacaggga ggatggagac tgggtcatct 60 
ggatatctcc tctggatatt atgactgagg cac 93 



<210> 77 



<211> 85 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 77 

agaggaggtc accatcactt gtagtgccag ctcgagtgta agttacatgc actggtatca 60 
gcagaaacca gggaaagccc ctaag 85 

<210> 78 

<211> 84<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 78 

atccactgcc gctgaacctt gatgggaccc cagaagccag gttggatgtt ctatagatca 60 
gaagcttagg ggctttccct ggtt 84 

<210> 79 
<211> 94 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 79 

aaggttcagc ggcagtggat ctgggacatt ttatactctc accatcagca gcctgcagcc 60 
tgaagatttt gcaacttatt actgtcatca gtgg 94 

<210> 80 
<211> 85 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 80 

gttttcccag tcacgaccgt acgtttgatc tctaccttgg tcccttggcc gaacgtgtac 60 
atactccact gatgacagta ataag 85 

<210> 81 

<211> 379 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic DNA 

<220> 

<221> CDS 

<222> (1) . . (378) 



<400> 81 

atg gat ttt caa gtg cag att ttc age ttc ctg eta ate agt gee tea 48 
Met Asp Phe Gin Val Gin lie Phe Ser Phe Leu Leu He Ser Ala Ser 
-22 -20 -15 -10 

gtc ata ata tec aga gga gat ate cag atg ace cag tct cca tec tec 96 
Val He He Ser Arg Gly Asp He Gin Met Thr Gin Ser Pro Ser Ser 
-5 -11 5 10 

ctg tct gca tct gta gga gag gag gtc ace ate act tgt agt gee age 144 
Leu Ser Ala Ser Val Gly Glu Glu Val Thr He Thr Cys Ser Ala Ser 

15 20 25 

teg agt gta agt tac atg cac tgg tat cag cag aaa cca ggg aaa gec 192 
Ser Ser Val Ser Tyr Met His Trp Tyr Gin Gin Lys Pro Gly Lys Ala 

30 35 40 

cct aag ctt ctg ate tat aga aca tec aac ctg get tct ggg gtc cca 240 
Pro Lys Leu Leu He Tyr Arg Thr Ser Asn Leu Ala Ser Gly Val Pro 

45 50 55 

tea agg ttc age ggc agt gga tct ggg aca ttt tat act etc ace ate 288 
Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Phe Tyr Thr Leu Thr He 

60 65 70 

age age ctg cag cct gaa gat ttt gca act tat tac tgt cat cag tgg 336 
Ser Ser Leu Gin Pro Glu Asp Phe Ala Thr Tyr Tyr Cys His Gin Trp 
75 80 85 90 

agt atg tac acg ttc ggc caa ggg ace aag gta gag ate aaa c 37 9 

Ser Met Tyr Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys 
95 100 



<210> 82 
<211> 138 
<212> PRT 

<213> Mus musculus 



<220> 
<223> 



<400> 82 
























Met Glu Trp 


Asn Trp 


Val 


Val Leu 


Phe 


Leu 


Leu 


Ser 


Leu 


Thr 


Ala 


Gly 


-19 


-15 








-10 










-5 




Val Tyr Ala 


Gin Gly 


Gin 


Met Gin 


Gin 


Ser 


Gly 


Ala 


Glu 


Leu 


Val 


Lys 


-1 1 


5 




10 


















Pro Gly Ala 


Ser Val 


Lys 


Leu Ser 


Cys 


Lys 


Pro 


Ser 


Gly 


Phe 


Thr 


Phe 


15 


20 




25 


















Ser Ser Asn 


Tyr He 


Ser 


Trp Leu 


Lys 


Gin 


Lys 


Pro 


Gly 


Gin 


Ser 


Leu 


30 


35 




40 




45 














Glu Trp He 


Ala Trp 


He 


Tyr Ala 


Gly 


Thr 


Gly 


Asp 


Ala 


Ser 


Tyr 


Asn 


50 




55 




60 
















Gin Lys Phe 


Thr Ala 


Lys 


Ala His 


Val 


Thr 


Val 


Asp 


Thr 


Ser 


Ser 


Ser 


65 


70 


75 
















Thr Ala Tyr 


Met Gin 


Leu 


Ser Ser 


Leu 


Thr 


Thr 


Glu 


Asp 


Ser 


Ala 


He 


80 


85 




90 


















Tyr Tyr Cys 


Ala Arg 


His 


Gly Gly Asp 


Gly 


Tyr 


Trp 


Phe 


Ala 


Tyr 


Trp 


95 


100 




105 


















Gly Gin Gly 


Thr Leu 


Val 


Thr Val 


Ser 


Ala 














110 


115 




119 



















<210> 83 
<211> 128 



<212> PRT 

<213> Mus musculus 

<220> 
<223> 

<400> 83 



Met Asp Phe 


Gin Val 


Gin 


He Phe 


Ser 




Leu 


Leu 


He 


Ser Ala 


Q o v 


-22 


-20 


-15 


-10 














Val He He 


Ser Arg Gly 


Gin Leu 


Val 


Leu 


Thr 


Gin 


Ser 


Pro Ala 


He 


-5 




-1 1 




5 




10 












Met Ser Ala 


Ser Gin Gly 


Glu Lys 


Val 


1 LIT 




1 ILL 


Cys 


Ser Ala 


Car 
OCX. 




15 




20 




25 














Ser Ser Val 


Ser Tyr 


Met 


His Trp 


Tyr 


KjJLLl 


bin 


Lys 


Ser Gly Thr 


Cny 




30 


35 


40 














Pro Lys Arg 


Trp lie 


Tyr 


Asp Thr 


Ser 


Lys 


Leu 


Pro 


Ser 


uiy vai 


Pro 


45 


50 




DO 
















Ala Arg Phe 


Ser Gly 


Ser 


Gly Ser 


Gly 


Thr 


Ser 


Tyr 


Ser 


Leu Thr 


He 


60 




65 




70 
















Ser Ser Met 


Glu Ala 


Glu 


Asp Ala 


Ala 


Thr 


Tyr 


Tyr 


Cys 


Gin Gin 


Trp 


75 




80 




o c 




q n 












Ser Ser Asn 


Pro Pro 


Thr 


Pne biy 


Ala 


vjiy 


inr 


Lys 


Leu 


Glu Leu 


Lys 




95 




inn 




i nc; 


lUb 












<210> 


84 






















<211> 


136 






















<212> 


PRT 






















<213> 


Mus musculus 




















<220> 
























<223> 
























<400> 


84 






















Met Gly Phe 


Ser Arg 


lie 


Phe Leu 


Phe 


Leu 


Leu 


Ser 


Val 


Thr Thr 


Gly 


-19 




L5 




L0 




-5 












Val His Ser 


Gin Ala 


Phe 


Leu Gin 


Gin 


Ser 


Gly 


Ala 


Glu 


Leu Val 


Arg 




-1 1 


5 




10 
















Pro Gly Ala 


Ser Val 


Lys 


Met Ser 


Cys 


Lys 


Ala 


Ser Gly Tyr Thr 


Phe 


15 




20 




25 
















He Asn Tyr 


Asn Met 


His 


Trp Val 


Lys 


Gin 


Thr 


Pro 


Arg 


Gin Gly Leu 


30 




35 




40 




45 












Glu Trp He 


Gly Ala 


lie 


Phe Pro 


Gly 


Asn 


Gly 


Phe 


Thr 


Ser Tyr 


Asn 




50 




55 




60 














Gin Lys Phe 


Lys Gly 


Lys 


Ala Thr 


Leu 


Thr 


Val 


Asp 


Lys 


Ser Ser 


Ser 



65 70 75 

Thr Val Tyr Met Gin Leu Arg Ser Leu Thr Ser Glu Asp Ser Ala Val 



80 85 90 

Tyr Phe Cys Ala Arg Asp Gly Asp Tyr Tyr Phe Asp Tyr Trp Gly Gin 

95 100 105 

Gly Thr Thr Leu Thr Val Ser Ser 
110 115 117 

<210> 85 
<211> 126 
<212> PRT 

<213> Mus musculus 



<220> 
<223> 

<400> 85 





Asp 


Phe 


Hi n Val m n 

Vjj.il Vol ulll 


T 1 *^ Php ^Ipt 
j. x c nic oci 


Phe 


Leu 


Leu 


He 


Ser 


Ala 


Ser 


-22 




20 




-1 n 

X \J 
















Val 


He 
-5 


Met 


- 1 1 


Hln Tip Val 

V7J.11 J — LC V OX 


Leu 
1 f) 

J- \J 


Thr 


Gin 


Ser 


Pro 


Ala 


He 


Met 


Ser 


Ala 
15 


Ser Leu Gly 
z u 


Glu Glu He 


Thr 


Leu 


Thr 


Cys 


Ser 


Ala 


Ser 


Ser 


Ser 


Val 


Ser Tyr Met 


His Trp Tyr 


Gin 


Gin 


Lys 


Ser 


Gly 


Thr 


Ser 




30 


35 


40 
















Pro 


Lys 


Leu 


Leu He Tyr 


Arg Thr Ser 


Asn 


Leu 


Ala 


Ser Gly 


Val 


Pro 




45 




50 


55 
















Phe 


Arg 


Phe 


Ser Gly Ser 


Gly Ser Gly 


Thr 


Phe 


Tyr 


Ser 


Leu 


Thr 


He 


60 




65 


70 
















Ser 


Ser 


Val 


Glu Ala Glu 


Asp Ala Ala 


Asp 


Tyr 


Tyr 


Cys 


His 


Gin 


Trp 


75 






80 


85 


90 














Ser 


Met 


Tyr 
95 


Thr Phe Gly 
100 


Gly Gly Thr 


Lys 
104 


Leu 


Glu 


He 


Lys 







<210> 86 
<211> 140 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Humanized antibody 
<400> 86 



Met 


Glu Trp Asn Trp Val Val Leu Phe 


Leu 


Leu 


Ser 


Leu 


Thr 


Ala 


Gly 


-19 




L5 


-10 


-5 














Val 


Tyr Ala 


Gin Val 


Gin 


Leu Val Gin 


Ser 


Gly 


Ala 


Glu 


Val 


Lys 


Lys 




-1 1 


5 




10 
















Pro 


Gly Ala 


Ser Val 


Lys 


Val Ser Cys 


Lys 


Ala 


Ser 


Gly Tyr 


Thr 


Phe 


15 


20 




25 
















Ser 


Ser Asn 


Tyr He 


Ser 


Trp Val Arg 


Gin 


Ala 


Pro 


Gly 


Gin 


Gly 


Leu 


30 




35 




40 


45 














Glu 


Trp Met 


Gly Trp 


lie 


Tyr Ala Gly 


Thr 


Gly 


Asp 


Ala 


Ser 


Tyr 


Asn 




50 




55 


60 
















Gin 


Lys Phe 


Thr Ala 


Arg 


Val Thr He 


Thr 


Val 


Asp 


Thr 


Ser 


Thr 


Ser 




65 


70 


75 
















Thr 


Ala Tyr 


Met Glu 


Leu 


Ser Ser Leu 


Arg 


Ser 


Glu 


Asp 


Thr 


Ala 


Val 




80 


85 




90 
















Tyr 


Tyr Cys 


Ala Arg 


His 


Gly Gly Asp 


Gly 


Tyr 


Trp 


Phe 


Ala 


Tyr 


Trp 


95 


100 




105 
















Gly 


Gin Gly 


Thr Leu 


Val 


Thr Val Ser 


Ser 














110 




115 




119 

















<210> 87 

<211> 136 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Humanized antibody 



<400> 87 



Met 


Gly 


Pho 


C o v 


y 


Tip 

-L 1 fci 




T .01 i 


Pho 

XT llCT 


T.oi i 


T ,A1 1 

ijcu 


Cpr 

uCI 


v a i 


i in 


i m 


PI V 


-19 








-15 










-in 














Val 


His 


Cor 
-1 


Gin 
1 


Val 


Pin 
o in 


IjfciU. 


Val 

5 


Pin 


Cor 


PI \7 


Al a 


Pi n 

10 


VaI 
v a i 


ijy o 


T A/C 

uy o 


Pro Gly 


A 1 a 


Ser 


Val 




Val 


Co v 
OCX 




T A/C 


Al ^ 


Cpr 


PI \7 


Tv/r 
lyx 


Thr 
i in 


Pho 

IT lie 




15 










20 










25 










He 


Asn 


Tyr 


Asn 


Met 


nlS 


Trp 


VaJ. 


Arg 


Pi n 


A 1 3 

nla 


Pro 


Pi w 


PI n 


Pi \7 


Leu 


30 




















/in 












Glu 


Trp 


Met 


Gly Ala 


lie 


rfle 


Pro 


<aiy 


Asn 


oiy 


rfie 


i nr 


Ser 


Tyr 


Asn 










50 
























Gin 


Lys 


Phe 


Lys 
65 


Gly 


Arg 


Val 


Thr 


He 
70 


Thr 


Val 


Asp 


Lys 


Ser 
75 


Thr 


Ser 


Thr 


Ala 


Tyr 
80 


Met 


Glu 


Leu 


Ser 


Ser 
85 


Leu 


Arg 


Ser 


Glu 


Asp 
90 


Thr 


Ala 


Val 


Tyr 


Tyr 


Cys 


Ala 


Arg 


Asp 


Gly 


Asp 


Tyr 


Tyr 


Phe 


Asp 


Tyr 


Trp 


Gly 


Gin 


100 










105 






















Gly Thr 


Leu 


Val 


Thr 


Val 


Ser 


Ser 



















110 115 117 

<210> 88 
<211> 128 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Humanized antibody 
<400> 88 



Met 


Asp 


Phe 


Gin 


Val 


Gin 


He 


Phe 


Ser 


Phe 


Leu 


Leu 


He 


Ser 


Ala 


Ser 


-22 




20 






15 






10 
















Val 


He 


He 


Ser 


Arg 


Gly 


Asp 


He 


Gin 


Met 


Thr 


Gin 


Ser 


Pro 


Ser 


Ser 




-5 




-1 


1 




5 






10 














Leu 


Ser 


Ala 


Ser Val 


Gly 


Asp 


Arg 


Val 


Thr 


He 


Thr 


Cys 


Ser 


Ala 


Ser 






15 






20 






25 
















Ser 


Ser 


Val 


Ser 


Tyr 


Met 


His 


Trp 


Tyr 


Gin 


Gin 


Lys 


Pro 


Gly 


Lys 


Ala 




30 




35 




40 
















Pro 


Lys 
45 


Leu 


Leu 


He 
50 


Tyr 


Asp 


Thr 
55 


Ser 


Lys 


Leu 


Pro 


Ser 


Gly 


Val 


Pro 


Ser 


Arg 


Phe 


Ser 


Gly 


Ser 


Gly Ser 


Gly 


Thr 


Asp 


Phe 


Thr 


Leu 


Thr 


He 


60 




65 




70 


















Ser 


Ser 


Leu 


Gin 


Pro 


Glu 


Asp 


Phe 


Ala 


Thr 


Tyr 


Tyr 


Cys 


Gin 


Gin 


Trp 


75 






80 






85 






90 














Ser 


Ser 


Asn 
95 


Pro 


Pro 


Thr 
100 


Phe 


Gly 


Gin 
105 


Gly 
106 


Thr 


Lys 


Val 


Glu 


He 


Lys 



<210> 89 
<211> 126 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Humanized antibody 
<400> 89 

Met Asp Phe Gin Val Gin He Phe Ser Phe Leu Leu lie Ser Ala Ser 
-22 -20 -15 -10 



Vai 


lie 


Mot- 
wet 


Ser Arg 


pit, 
biy 


Asp 


Tl o 
11c 


val 


Mpt- 


1 llx 


ulil 


Cor 
OCX 






Cpr 
OCX 




c 
- D 






- ± 


1 


















1 VJ 




nid 


val 


OC1 LcU 






rti y 


Ala 


Thr 


Tip 

X X c 


noil 




OCX 


Ala 


Ser 








1 D 










20 














Cor 
Ocx 


Cot* 

OCX 


Uo 1 

Val 


ocx iyi 


Met- 
ric L 


nib 


irp 


Tyr 


Gin 


m n 


xj jr o 


c x vj 


ox y 




Pirn 

xrx 
















35 










AO 






JT X *w» 




Leu 


Leu Tie 


l y x 


Arg 


Thr 


Ser 


Asn 


Leu 


Ala 


Ser 


Glv 

oxy 


Val 


Pro 






45 








50 










55 








Asp 


Arg 


Phe 


Ser Gly 


Ser 


Gly 


Ser 


Gly Thr 


Asp 


Phe 


Thr 


Leu 


Thr 


He 




60 








65 










70 










Ser 


Ser 


Leu 


Gin Ala 


Glu 


Asp 


Val 


Ala 


Val 


Tyr 


Tyr 


Cys 


His 


Gin 


Trp 


75 








80 










85 










90 


Ser 


Met 


Tyr 


Thr Phe 


Gly 


Gin Gly 


Thr 


Lys 


Val 


Glu 


He 


Lys 







95 100 104 



<210> 90 

<211> 126 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Humanized antibody 

<400> 90 



Met 


Asp 


Phe 


Gin 


Val 


Gin 


He 


Phe 


Ser 


Phe 


Leu 


Leu 


He 


Ser 


Ala Ser 


-22 




-20 










-15 










-10 






Val 


He 
-5 


He 


Ser 


Arg 


Gly 
-1 


Asp 
1 


He 


Gin 


Met 


Thr 
5 


Gin 


Ser 


Pro 


Ser Ser 
10 


Leu 


Ser 


Ala 


Ser 


Val 
15 


Gly 


Asp 


Arg 


Val 


Thr 
20 


He 


Thr 


Cys 


Ser 


Ala Ser 
25 


Ser 


Ser 


Val 


Ser 


Tyr 


Met 


His 


Trp 


Tyr 


Gin 


Gin 


Lys 


Pro 


Gly 


Lys Ala 








30 










35 








40 Pro Lys Leu 


Arg 


Thr 


Ser 
45 


Asn 


Leu 


Ala 


Ser 


Gly 
50 


Val 


Pro 






55 






Ser 


Arg 
60 


Phe 


Ser 


Gly 


Ser 


Gly 
65 


Ser 


Gly 


Thr 


Asp 


Phe 
70 


Thr 


Leu 


Thr lie 


Ser 


Ser 


Leu 


Gin 


Pro 


Glu 


Asp 


Phe 


Ala 


Thr 


Tyr 


Tyr 


Cys 


His 


Gin Trp 


75 








80 










85 










90 


Ser 


Met 


Tyr 


Thr 


Phe 


Gly 


Gin Gly 


Thr 


Lys 


Val 


Glu 


He 


Lys 












95 










100 








104 





Leu He Tyr 



<210> 91 
<211> 136 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Humanized antibody 
<400> 91 

Met Gly Phe Ser Arg lie Phe Leu Phe Leu Leu Ser Val Thr Thr Gly 
-19 -15 -10 -5 

Val His Ser Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys 

-11 5 10 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

15 20 25 

lie Asn Tyr Asn Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu 







* 






30 




35 






Glu Trp Met Gly Ala 


He 


Phe 


Pro 




DU 








Gin Lys Phe Lys 


Gly 


Arg 


Val 


Thr 


65 










Thr Ala Tyr Met 


Gin 


Leu 


Arg 


Ser 


80 








85 


Tyr Phe Cys Ala 


Arg 


Asp 


Gly 


Asp 


95 






100 




Gly Thr Leu Val 


Thr 


Val 


Ser 


Ser 


110 




115 




117 



40 45 
Gly Asn Gly Phe Thr Ser Tyr Asn 

55 60 
He Thr Val Asp Lys Ser Thr Ser 

70 75 
Leu Arg Ser Glu Asp Thr Ala Val 
90 

Tyr Tyr Phe Asp Tyr Trp Gly Gin 
105 



<210> 92 
<211> 126 
<212> PRT 
<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: Humanized antibody 



<400> 92 



Met 


Asp 


Phe 


Gin 


Val 


Gin 


He 


Phe 


Ser 


Phe 


Leu 


Leu 


He 


Ser 


Ala 


Ser 


-22 




-20 










-15 










-10 






Val 


He 
-5 


He 


Ser 


Arg 


Gly 
-1 


Asp 
1 


He 


Gin 


Met 


Thr 
5 


Gin 


Ser 


Pro 


Ser 


Ser 
10 


Leu 


Ser 


Ala 


Ser 


Val 
15 


Gly 


Glu 


Glu 


Val 


Thr 
20 


He 


Thr 


Cys 


Ser 


Ala 
25 


Ser 


Ser 


Ser 


Val 


Ser 
30 


Tyr 


Met 


His 


Trp 


Tyr 
35 


Gin 


Gin 


Lys 


Pro 


Gly 
40 


Lys 


Ala 


Pro 


Lys 


Leu 
45 


Leu 


He 


Tyr 


Arg 


Thr 
50 


Ser 


Asn 


Leu 


Ala 


Ser 
55 


Gly 


Val 


Pro 


Ser 


Arg 
60 


Phe 


Ser 


Gly 


Ser 


Gly 
65 


Ser 


Gly 


Thr 


Phe 


Tyr 


Thr 
70 


Leu 


Thr 


He 


Ser 


Ser 


Leu 


Gin 


Pro 


Glu 


Asp 


Phe 


Ala 


Thr 


Tyr 


Tyr 


Cys 


His 


Gin 


Trp 


75 










80 










85 










90 


Ser 


Met 


Tyr 


Thr 


Phe 
95 


Gly 


Gin 


Gly 


Thr 


Lys 
100 


Val 


Glu 


He 


Lys 
104 







